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Services Offered

500, 600, and 800 MHz NMR spectrometer
time.

Consultation on all aspects of using NMR 
spectroscopy for elucidation of molecular  
structure and dynamics.

Expertise Available

The laboratories of John Bushweller and 
Lukas Tamm in Molecular Physiology and 
Biological Physics, Sepideh 
Khorasanizadeh in Biochemistry and 
Molecular Genetics, and Robert Bryant, 
David Cafiso, and Linda Columbus in 
Chemistry have considerable experience 
with the application of NMR spectroscopy 
to biologically interesting molecules 
(primarily proteins and nucleic acids).

The manager and only staff member 
of the BioNMR Core, Jeffrey Ellena, has 
25 years of experience in the application 
of NMR spectroscopy to molecular 
structure determination.

Instrumentation

State of the art 500, 600 (3), and 800 MHz 
NMR spectrometers. All spectrometers 
will perform the wide range of experiments 
typically used for elucidation of protein and 
nucleic acid structure and dynamics. Two 
of the 600 and the 800 MHz spectrometers 
are equipped with cryogenically cooled 
probes for optimum sensitivity. Two 
spectrometers (the 500 and one 600) have 
automated sample changers for unattended 
data collection from multiple (up to 50) 
samples. All spectrometers are located in 
the Chemistry Building on McCormick Rd.
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